/^ge Tjjjnes 19 and 24, please replace "hybridising" with -hybridizing-. 
Page8, line 6, please replace "hybridise" with -hybridize-. 
Page 14^tie6, please replace "cross-hybridise" with -cross-hybridize-. 

TN THE CLAIMS: 
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-T-^=^— -^V^^r (Txx/ipp Amended) A pair of distinct nucleic acid probes having comparaDle size, 
ITM y^ze beil^^sfelected from the group consisting of from 1 to 100 kb, from 1 to 10 kb, 7 to 15 kb, 10 
to 20 kb, 10 to 3013),^ to 40 kb, 30 to 50 kb, 40 to 60 kb, 50 to 70 kb, 60 to 80 kb, 70 to 90 kb, and 
80 to 100 kb, and flanking^a potential breakpoint in a chromosome, each of said [probe] pair of 
distinct probes being labelled with , at least one different reporter molecule. 

2. (Twice Amended) A p^iro Mstihct nucleic acid probes of comparable size, said size 
being selected from the group consisting of from 1 tolO^b, from 1 to 10 kb, 7 to 15 kb, 10 to 20 
kb, 10 to 30 kb, 20 to 40 kb, 30 to 50 kb, 40 to 60 kb, 50 toXkb, 60 to 80 kb, 70 to 90 kb, and 80 
to 100 kb, and flanking a potential breakpoint in a chromosome, whi^pair of distinct n ucleic acid 
probes hybridize to a nucleic acid molecule at a genomic distance of fr^about 50 kb to no more 
than 100 kb. 



(Twice Amendfitd) The pair of distinct nucleic acid probes of comparable size of 
U which pair of distinct nMeic acid probes [hybridise] hybridize to a nucleic acid molecule 
It^'^/at a genomic distance of from abo^^50 kb to no more than 100 kb. 

/4. (TwteeT^yiisndegThe p of distinct nucleic acid probes of claim 2, each of said 
pair fof ^stmct nucleic acid probes beiiiglabeUed^ctly or indirectly with at least one reporter 
molecule. 

5. (Twice Amended) The pair of distinct nucleic acid probes of claim 4 wherein the at 
least one reporter molecule is selected from the group consisting of enzymes, chromophores, 
fluorochromes, and haptens. 
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^^^/ 6. (fwiCeT^«ieiided)T 

probes [hybridise] hybridize to a singlecoirespoa^ing nucleic acid molecule. 

7. (Twice Amended) The pair of distinct nucleic acid probes of claim 6 wherein the 
single corresponding nucleic acid molecule is at least a fragment of a chromosome. 

8. (Twice Amended) The pair of distinct nucleic acid probes of claim 7 wherein the 
chromosome is not aberrant. 



9. (Twice Amended) The pair of distinct nucleic acid probes of claim 1 which 
[hybridise] hybridize in situ. 

10. (Twice Amended).^KWir of distinct nucleic acid probes of claim 9^ which pair of 
distinct probes each [hybridise] ij^^^^n Jitu [under low-stringent conditions] to only a few 
linear DNA molecules per cell. 

11. ^\(Twice Amended) A method of detecting a nucleic acid molecule having a 
losomal abehation, said method comprising[ using of the pair of nucleic acid probes of claim 

providing a t)airof^i^ nucleic acid probes to analyze a sample believed to contain saM 
nucleic ari H said distinct nucleic acM probes havin g comparable size, said size being selected from 
the groun consisting of 1 to 100 kb. 1 t^>Q kb. 7 tn 1 5 kb. 10to20kb. 10 to 30 kb, 20 to 40 kb, 30 
to 50 kb. 40 to 60 kb. 50 to 70 kb. 60 to 80kb- 70 to 90 kh and 80 to 100 kb. and said distinct 
nucleic acid probes flankinp a potential breakooinhn a chromosome, each of said pair of distinct 
probes being labeled with at least one different re porterhidecule: 

hybridizing said distinct nucleic acid probes to said nticleic acid; and 
detecting the presence of said reporter molecule. 
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(Twice Amended) A method of detecting cells suspected of having a chromosomal 
aberration, sai^^thod comprising[ analyzing said cells or said cell's nucleic acid with the pair of 
nucleic acid probes of«laim l]i 

providing a pair ohiistinct nucleic acid probes to an alv/e nucleic acid of said cells, said 
distinct nucleic acid probes having co m parable siz e, said size being selected from the group 
consisting of 1 to 100 kb. 1 to 10 kh. 7^15 kb. 10 to 20 kb. 10 to 30 kb, 20 to 40 kb, 30 to 50 kb, 
40 to 60 kb. 50 to 70 kb. 60 to 80 kb. 70 to 9(^kb and 80 to 1 00 kb. and said distinct nucleic acid 
probes flank in g a potential breakpoint in a chromosohie. each of said pair of distinct probes being 
labeled with at least one different reporter molecule: 

hybridizin g said distinct nucleic acid probes to the nucl eic^acid of at least one of said cells; 

and 

detecting the presence of said reporter molecule . 



^ 17. (Am^i3ea)-The4)air of distinct nucleic acid probes of claim 1 wherein the 
prc/es [hybridize] hvbridize to a singlTcoiTespSndkg molecule. 

1 8 . (Amended) The pair of distinct nucleic acid probes of claim 1 7 wherein the single 
corresponding nucleic acid molecule is at least a fragment of a chromosome. 

19. (Amended) The pair of distinct nucleic acid probes of claim 18 wherein the 
chromosome is not aberrant 

20. (Amended) The pair of distinct nucleic acid probes of claim 3 wherein the 
probes [hybridise] hvbridize to a single corresponding nucleic acid molecule. 



2 1 . (Amended) The pair of distinct nucleic acid probes of claim 20 wherein the single 
corresponding nucleic acid molecule is at least a fragment of a chromosome. 



